. s (lower) and s (upper) refer to s calculated using lower and upper limit B values, respectively. s>0 means that the mutation is deleterious; s = 1 means that the mutation is lethal; s is not shown for beneficial mutations. Values given in the maim text correspond to the harmonic mean of all deleterious selection coefficients, pooling the three datasets. This calculation was done including or excluding lethal mutations, as well as using upper-or lower-limit B values, hence defining the intervals indicated in the main text. 
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